
Supplementary Table 1. Sequenc(ng qual(ty metr(cs and run summary stat(st(cs for targeted ampl(con sequenc(ng of CRISPR-ed(ted PBMCs. 

Sample Library Type Platform Read Length (bp) Total Reads Total Bases (bp) GC (%) Q20 (%) Q30 (%) 
CRISPR-edited PBMCs Amplicon, paired-end Illumina 2×301 811,358 244,218,758 46.1 71.9 67.6 
 


